Gestational Duration Summary Data (2019)
We are releasing the summary data from our fetal genome-wide meta-analyses of gestational
duration, early preterm (<34 completed weeks of gestation), preterm (<37 weeks), and postterm
(≥42 weeks) birth, combining data from the Lundbeck Foundation Initiative for Integrative
Psychiatric Research (iPSYCH) study and the early growth genetics (EGG) consortium. Data from
the iPSYCH study were imputed up to the 1000 Genomes Project (Phase 3) reference panel and
data from the EGG Consortium were imputed up to the HRC reference panel.
Four genome-wide association meta-analyses were conducted (see paper for full details):
1. Gestational duration: this is the fetal genetic effect on quantile transformed gestational
duration.
2. Early preterm birth: this is the fetal genetic effect on the dichotomous outcome early preterm
birth (< 34 weeks) versus controls (≥39 weeks and <42 weeks).
3. Preterm birth: this is the fetal genetic effect on the dichotomous outcome preterm birth (< 37
weeks) versus controls (≥39 weeks and <42 weeks).
4. Postterm birth: this is the fetal genetic effect on the dichotomous outcome postterm birth
(≥42 weeks) versus controls (≥39 weeks and <42 weeks).
Gestational duration in days was regressed on infant sex and the resulting residuals were quantile
transformed to a standard normal distribution before being tested for association with fetal SNP
genotypes using linear regression. The dichotomous outcomes early preterm birth, preterm birth,
and postterm birth were analyzed using logistic regression.
Summary files provide information on chromosome, genomic position (NCBI build 37), rsID, effect
allele, other allele, beta, standard error, P value, heterogeneity P value, sample size, and Marker
name at approximately 7.5 million variants passing quality control.

Dataset Details
We have four sets of summary files:
1. Fetal GWAS meta-analysis of gestational duration in up to 84,689 individuals; the data as a
gzipped text file can be downloaded from the iPSYCH web page:
2. Fetal GWAS meta-analysis of early preterm birth in up to 1,139 cases and controls; the data
as a gzipped text file can be downloaded from the iPSYCH web page.
3. Fetal GWAS meta-analysis of preterm birth in up to 4,775 cases and controls; the data as a
gzipped text file can be downloaded from the iPSYCH web page.
4. Fetal GWAS meta-analysis of postterm birth in up to 7,888 cases and controls; the data as a
gzipped text file can be downloaded from the iPSYCH web page.
The files can be downloaded from the iPSYCH web page: https://ipsych.au.dk/downloads/

Acknowledging The Data

When using data from the downloadable meta-analyses results please acknowledge the source of
the data as follows:
Data on gestational duration has been contributed by the EGG Consortium and the iPSYCH
Consortium and has been downloaded from https://ipsych.au.dk/downloads/
In addition to the above acknowledgement, please cite the paper below:
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